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Spreading Alfailfa

e Rhizomatous

* Many rhizomes
reaching far distance
from original crown
producing multiple
shoots

* Minimal rooting from
rhizomes

* Creeping-root

e Adventitious shoots
arise from root tissue

 “Plantlets” can survive
iIndependent of original | #9785 25 {5
plant, and have A o7y e T WG A G
develo ped roots Figure 1. (1) Typical alfalfa plant. (2) Plant spreading by rhizomes. (3) (3) Non-spreading (e.g., red arrow) and

rhizomatous spreading (yellow arrow) siblings in the field. (4) Creeping-rooted plant. (5) New plantlets (red arrows) far
from the original creeping-rooted plant (yellow arrow). (All photos: C. Brummer)
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Preliminary Data
Dry Biomass by Spreading Type 2265-05 L C re e p i n g R O O t Fall Height by Spreading Type

* Rhizomes .
° Rhizomatous ;D ° S|m|lar fall he|ght .
plants have ‘ across F2
significantly population )
higher biomass | ’
Spreading Trait QTL Plot BSA for Creeping—Root Trait
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Figure 2. QTL plot of diploid F2 population. Significance threshold represented by red . o ) - B
dashed line at LOD=3.91 (a=0.05). One significant peak (LOD=5.2) apparent on F'%“re o S'f,”'f'cance;hreﬁgcgf repr?je”ti,d gylgree”SaShgs ineat LOD‘3-812(°‘;40505)-
Chromosome 8 between 40 and 60 Mbp. ne significant marker ( = was identified located on Chromosome 5 at ~25 Mbp.
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Next Steps

* Results are preliminary and
based off a visual score for
presence or absence of spread

 Evaluation of a multi-location
clonal trial (spanning ~10°
latitude) to assess genotype-bY- o owr row  soeote s Gommens
environment interactions of I
multiple spreading genotypes PSR TR o s TSR st —
* Generation of WGS of spreading e = o omes sess
genotypes to map quantitative CRsts P 2 Roos e Recentyidenfiedusingincrosses
trait lOCi (QTL) fOI’ the Spreading A803T-3 cutt  4x None sativa Nondormant genotype used in genetic mapping and

breeding populations

tra it a n d d eve lo p m a r ke rS 106-2 Pl 4ax Rhizomes varia Parentin UCAL2255

74-1b Pl 4x Roots falcata Used in genetic mapping and breeding populations

Table 1. List of primary alfalfa genotypes used in this project.

’ D eve I'O p m e nt Of n O n d O r m a nt 23-1 Pl 4x Roots varia Parentin UCAL2250
S p re a d i n g ge r m p la S m 80-1b Pl 4x Roots varia Parentin UCAL2250, 2255

2341,43,45 Cult 4x Roots sativa From semidormant cultivar in salinity trial at Westside REC
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